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Suppl. Fig. 5: This figure illustrates the heat map plot of enriched functional features of the nasopharyngeal bacterial
community, focusing on the super pathways in the studied groups (community-acquired pneumonia [CAP] vs healthy
controls). Although no statistically significant differences were observed at the superpathway level, several individual
pathways demonstrated significant differences between groups. Statistical differences were assessed using the Kruskal—
Wallis test (p < 0.05), and p-values were adjusted for multiple testing using the Benjamini—Hochberg false discovery

rate (FDR) method.



